Key indicators: single-crystal X-ray study; T = 100 K; mean (C-C) = 0.002 Å; R factor = 0.044; wR factor = 0.120; data-to-parameter ratio = 27.9.
Related literature
For general background to and applications of 1,2,4-triazole derivatives, see: Calhoun et al. (1995) ; Pandeya et al. (1999 Pandeya et al. ( , 2000 ; Sujith et al. (2009) . For hydrogen-bond motifs, see: Bernstein et al. (1995) . For a closely related structure, see: Goh et al. (2010) . For the stability of the temperature controller used for the data collection, see: Cosier & Glazer (1986) .
Experimental
Crystal data C 34 H 34 FN 5 S M r = 563.72 Monoclinic, P2 1 =c a = 10.8175 (2) Å b = 9.9579 (1) Å c = 27.8344 (4) Å = 105.199 (1) V = 2893.43 (7) Å 3 Z = 4 Mo K radiation = 0.15 mm À1 T = 100 K 0.50 Â 0.36 Â 0.32 mm
Data collection
Bruker SMART APEXII CCD area-detector diffractometer Absorption correction: multi-scan (SADABS; Bruker, 2005) T min = 0.928, T max = 0.953 58342 measured reflections 10414 independent reflections 8240 reflections with I > 2(I) R int = 0.035 Refinement R[F 2 > 2(F 2 )] = 0.044 wR(F 2 ) = 0.120 S = 1.04 10414 reflections 373 parameters H-atom parameters constrained Á max = 0.42 e Å À3 Á min = À0.25 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). Symmetry codes: (i) Àx þ 1; Ày þ 1; Àz þ 1; (ii) Àx þ 1; y þ 1 2 ; Àz þ 3 2 . Cg1 and Cg2 are the centroids of the C11-C16 and C29-C34 benzene rings, respectively. Data collection: APEX2 (Bruker, 2005); cell refinement: SAINT (Bruker, 2005); data reduction: SAINT; program(s) used to solve structure: SHELXTL (Sheldrick, 2008); program(s) used to refine structure: SHELXTL; molecular graphics: SHELXTL; software used to prepare material for publication: SHELXTL and PLATON (Spek, 2009). HKF and JHG thank Universiti Sains Malaysia (USM) for the Research University Golden Goose grant (No. 1001/ PFIZIK/811012). JHG also thanks USM for the award of a USM fellowship. several undesired, often serious side-effects (Calhoun et al., 1995) so long-term administration is not advisable. Thus, the need for new anti-inflammatory drugs is obvious and accordingly, there has been renewed interest in anti-inflammatory agents endowed with potent biological activity. In this context, it has been shown that some Mannich bases find applications as anti-inflammatory analgesic agents (Sujith et al., 2009 ) and anti-microbial activities (Pandeya et al., 1999 (Pandeya et al., , 2000 .
The title 1,2,4-triazole derivative ( Fig. 1 ) exists in an E configuration with respect to the acyclic C7═N1 bond [bond length of C7═N1 = 1.2824 (14) Å and torsion angle of C6-C7-N1-N2 = -177.20 (9)°]. An intramolecular C7-H7A···S1 contact generates a six-membered ring, producing an S(6) ring motif (Bernstein et al., 1995) . The 1,2,4-triazole ring (N2/ C8/N3/N4/C9) is essentially planar, with maximum deviation of 0.008 (1) for atom N2. The 1,2,4-triazole ring is inclined at dihedral angles of 21.43 (5) and 83.03 (6)°, respectively, to the fluorophenyl moiety (C1-C6/F1) and isobutyl-substituted phenyl ring (C11-C16). The diphenylamino moiety is not planar, as indicated by the dihedral angle formed between two phenyl rings (C23-C28 and C29-C34) of 76.95 (6)°. The bond lengths and angles are within normal ranges and comparable to a closely related structure (Goh et al., 2010) .
In the crystal structure, molecules are stacked along the b axis ( Fig. 2) . Intermolecular C4-H4A···Cg1, C20-H20C···Cg2 (Table 1) as well as Cg3···Cg3 interactions stabilize the crystal structure [Cg3···Cg3 = 3.6169 (6) i ; (i) 1-x, 1-y, 1-z; Cg1, Cg2 and Cg3 are the centroids of C11-C16, C29-C34 and C1-C6 phenyl rings, respectively].
Experimental
The title 1,2,4-triazole compound was obtained by the Mannich reaction of Schiff base (0.01 mol), formaldehyde (40 %, 1 ml) and N,N-diphenylamine (0.01 mol) in ethanol (10 ml) after stirring at room temperature for 20 h. The solid product obtained was collected by filtration, washed with ethanol and dried. Colourless single crystals were obtained from a 1:2 mixture of N,N-dimethylformamide and ethanol by slow evaporation.
Refinement
All hydrogen atoms were placed in their calculated positions, with C-H = 0.93 -0.97 Å, and refined using a riding model with U iso = 1.2 or 1.5 U eq (C). A rotating group model was used for the methyl groups. 
Data collection
Bruker SMART APEXII CCD area-detector diffractometer 10414 independent reflections Glazer, 1986) operating at 100.0 (1)K.
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes.
Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq S1 0.16117 (3) 0.22751 (3) 0.589154 (11) 0.02485 (7) 
